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Some of the problems

 Position of “dry” authors on publications
● Bioinformatics & modelling are sometimes afterthoughts

● Bioinformatics & modelling sometimes vanish once the prediction 
has been validated

● Bioinformatics & modelling are “just techniques”. They are not “the 
important thing”: Genotypes → medic leads; animal models → 
molecular biologist leads; structure → crystallographer leads

 Evaluation
● Only “peer reviewed” “articles” are counted. E.g. technical 

specifications reviewed by 200 developers and users do not count

● Only the first and last author positions count, even if n main 
authors and m senior ones

● Evaluations are made with only a cursory look at the CV: panel 
consider journal name only (metrics are even banned from places 
like EMBO and ERC)



  

Example: AERES

rank “A” over 4 years



  

Example: AERES

≠ =

rank “A” over 4 years

Bioinformatics = life science (4) or computing (3)

Modelling = life science (4) or Math (2)



  

Example: AERES

peer-review



  

Example: AERES

peer-review

Computing or humanities

peer reviewed intl conf proc

Bionfo? Modelling?



  

Example: AERES

peer-review

Computing or humanities

peer reviewed intl conf proc

only for humanities?
databases



  

Some attempts to subvert 
the article-centrism

Journal publication of 
dataset descriptors

Journal publications for 
technical specifications of standards 



  

Some attempts to subvert 
the article-centrism

Journal publication of 
dataset descriptors

Journal publications for 
technical specifications of standards 

This is great, but just hacks! One should directly acknowledge 
the datasets, technical specs and training material!



  

Example: AERES

PhD supervision



  

Example: AERES

PhD supervision

3 medium impact publications = 1 publication in Nat/Cell/Sci



  

Example: AERES

PhD supervision

3 medium impact publications = 1 publication in Nat/Cell/Sci

1 publications as 1st author in journal of “important audience”



  

ex: author positions of a bioinformatician
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ex: author positions of a bioinformatician



  

Arbitrary editorial guidelines

WHY?



  

“There is no fate but what we make 
for ourselves” (Sarah Connor, 1991)

 Policies are designed by groups of researchers

 Scientific officers are former researchers

 Grant evaluation panels are made up of researchers

 Editorial boards are made up of researchers

 Recruitment panels are made up of researchers

 Activity evaluation structures are made up of researchers 

Who makes the rules? Who apply them?

So who exactly are the mindless bureaucrats 
forcing inadequate rules on us?



  

Simple recommendations

Extend recognised types of outputs in natural sciences: 
PhD thesis, books, technical specifications, 

websites, software tools, datasets etc.

Allow multiple equal junior and senior authors

Promote author switching procedures for equal authors in CVs

Smith*, Dupont*, Müller, Fernandez et al. 
→ Dupont*, Smith*, Müller, Fernandez et al.

Use metrics. Imperfect, but better than using only journal names.

read papers > m-index 
                             > h-index > citation index 
                                                      > journal names > # publis


